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Scientists share data.

s c ie n c e  s u c k s  - s te rn i4 e v e r

s c ie n c e  s u c k s  - s te rn i4 e v e r

s c ie n c e  s u c k s  - s te rn i4 e v e r

collaborate

Publish.
Provide access.
Increase visibility.
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heterogeneous | distributed

standardised

… and often not reproducible

Figure courtesy Martin Scharm

Data in Systems Biology



 http://sems.uni-rostock.de | Dagmar Waltemath 4

Management of modeling results

Model version control
Waltemath et al (2013) Bioinformatics

Linking model-related data
Henkel et al (2014) PeerJ

Features for SBML model sets
Alm et al (2014) DILS

Standardization
SBML, SED-ML, OMEX

Reproducibility of modeling results
Waltemath et al (2013) Systems Biology

Defining virtual experiments
Cooper et al (2014) PeerJ
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How do you ship your data from A to B?

s c ie n c e  s u c k s  - s te rn i4 e v e r

s c ie n c e  s u c k s  - s te rn i4 e v e r

s c ie n c e  s u c k s  - s te rn i4 e v e r
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The COMBINE Archive
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The COMBINE Archive

● .zip file (Open Modeling EXchange Format)

● Content:

Manifest.xml – location and type of each file in the archive

Metadata files – with clerical information

The files – necessary to reproduce a modeling result
● Supported by , ,   
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The COMBINE Archive

Bergmann et al. (2014) COMBINE Archive – One File To Share Them All (arxiv)
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The COMBINE Archive Toolkit

● Java library

– Extracting single files / whole archive

– Browsing through the archive

– Adding and removing files

– Renaming and organising files

– Attaching and retrieving meta data
● Desktop application

● Web interface

Martin Scharm

Florian Wendland

Martin Peters
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http://cat.sems.uni-rostock.de 

http://cat.sems.uni-rostock.de/
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Scharm et al. (2014) submitted to SWAT4LS, Dec 9-10, Berlin
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Share your data!

Graphics: Martin Peters, 
martin@freakybytes.net 

SEMS 

Martin Scharm
Martin Peters 
Markus Wolfien
Olaf Wolkenhauer

Associated members

Ron Henkel
Rebekka Alm
CAT Team

HERMES-Forschungsförderung 
der Universität Rostock@SemsProject

Whole-cell modeling 
summer school 

March 9-13, 2015
Rostock, Germany

mailto:martin@freakybytes.net

	Slide 1
	Slide 2
	Slide 3
	Slide 4
	Slide 5
	Slide 6
	Slide 7
	Slide 8
	Slide 9
	Slide 10
	Slide 11
	Slide 12

